




A set of allele bounds determines the general direction in the search space which an individual takes by

defining the range in which the bounds’ gene may find a profitable point. Moreover, if an increase in a gene’s

value due to hill-climbing effects an increase in the individual’s fitness then presumably moving in the

immediately opposite direction would prove detrimental to the individual’s fitness. The S-SR operator looks for

a mate which contains genes whose alleles lie between the corresponding gene’s allele bounds in the first

parent. The neighbour containing the most such ‘desirable’ genes is selected as a mate and one offspring is

produced which consists of all these desirable genes a









(a) F4                                                                                               (b) F5

(c) F6                                                                                               (d) F7

Figure 3: results for runs using mutation method 1

(a) F4                                                                                               (b) F5

(c) F6                                                                                              (d) F7
Figure 4: results for runs using  mutation method 2
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(a) F4                                                                                               (b) F5

(c) F6                                                                                              (d) F7

Figure 5: results for runs with S-SR using  mutation 





significantly. Nevertheless, there would appear to be distinct optimum levels of hill-climbing for the different

functions: figure 6 illustrates that although reducing th



That constructive crossover operations are still being carried out even at the very end of a run perhaps indicates

a slowing of convergence – despite the acceleration of improvement, and that, intuitively, the natur




